
Identification of 14-3-3u as an Antigen that Induces a Humoral

Response in Lung Cancer

Sandra R. Pereira-Faca,
1
Rork Kuick,

2,3
Eric Puravs,

2
Qing Zhang,

1
Alexei L. Krasnoselsky,

1

Douglas Phanstiel,
1
Ji Qiu,

1
David E. Misek,

2
Robert Hinderer,

2
Martin Tammemagi,

4

Maria Teresa Landi,
5
Neil Caporaso,

5
Ruth Pfeiffer,

5
Cim Edelstein,

1
Gary Goodman,

1

Matt Barnett,
1
Mark Thornquist,

1
Dean Brenner,

3
and Samir M. Hanash

1

1Fred Hutchinson Cancer Research Center, Seattle, Washington; 2Department of Pediatrics, University of Michigan; 3University of Michigan
Comprehensive Cancer Center, Ann Arbor, Michigan; 4Brock University, St. Catharines, Ontario, Canada; and 5Division of Cancer
Epidemiology and Genetics, National Cancer Institute, NIH, Bethesda, Maryland

Abstract

We have implemented a strategy to identify tumor antigens
that induce a humoral immune response in lung cancer based
on the analysis of tumor cell proteins. Chromatographically
fractionated protein extracts from three lung cancer cell
lines were subjected to Western blotting and hybridization
with individual sera to determine serum antibody binding.
Two sets of sera were initially investigated. One set consisted
of sera from 19 newly diagnosed subjects with lung adeno-
carcinoma and 19 matched controls. A second independent
set consisted of sera from 26 newly diagnosed subjects with
lung adenocarcinoma and 24 controls matched for age,
gender, and smoking history. One protein that exhibited
significant reactivity with both sets of cancer sera (P = 0.0008)
was confidently identified by mass spectrometry as 14-3-3u.
Remarkably, significant autoantibody reactivity against 14-3-
3u was also observed in an analysis of a third set consisting
of 18 prediagnostic lung cancer sera collected as part of the
Beta-Carotene and Retinol Efficacy Trial cohort study, relative
to 19 matched controls (P = 0.0042). A receiver operating
characteristic curve constructed with a panel of three proteins
consisting of 14-3-3u identified in this study, plus annexin 1
and protein gene product 9.5 proteins previously identified
as associated with autoantibodies in lung cancer, gave a
sensitivity of 55% at 95% specificity (area under the curve,
0.838) in discriminating lung cancer at the preclinical stage
from matched controls. [Cancer Res 2007;67(24):12000–6]

Introduction

Lung cancer is the leading cause of cancer mortality in the
United States and in other industrialized countries (1). The relative
proportion of lung cancer represented by adenocarcinoma
continues to increase especially in women and nonsmokers (2).
Because treatment is efficacious largely for patients diagnosed at
early stages of disease, the discovery of effective biomarkers for
early detection, applicable to individuals at increased risk, is
relevant to reducing lung cancer mortality. A promising approach
for the identification of cancer markers that may be useful for early
detection is the analysis of serum for autoantibodies against tumor
proteins. There is increasing evidence for an immune response to

cancer in humans, shown in part by the identification of
autoantibodies against a number of intracellular and surface
antigens detectable in sera from patients with different cancer
types (3–5). Circulating autoantibodies in lung cancer have been
reported to have potential for either diagnosis or prognosis (6).
Several proteomics methods are emerging as useful means to
discover autoantibody biomarkers (4, 7). Our previous studies
uncovered autoantibodies against annexin and protein gene
product (PGP) 9.5 proteins in lung cancer patient sera collected
at the time of diagnosis (8, 9). There is a need to identify additional
autoantibody targets to increase specificity and sensitivity and to
define a panel for potential use for early detection or screening.
Here, we report the identification of the 14-3-3u protein as a target
for autoantibodies in lung cancer. We also provide evidence for the
occurrence of autoantibodies against a panel consisting of 14-3-3u,
annexin 1, and PGP 9.5 proteins in sera collected at the preclinical
stage of lung cancer.

Materials and Methods

Cancer cell lines. Three lung adenocarcinoma cell lines (A549, H23, and

H522) were separately cultured in RPMI 1640 supplemented with 10% fetal

bovine serum at 37jC in a humidified atmosphere in 5% CO2. Culture plates

containing adherent cells were washed four times with 20 mmol/L of Tris-
HCl (pH 6.8) containing 150 mmol/L of NaCl and cells were harvested by

adding 1.5 mL/plate of lysis buffer consisting of Tris-HCl (pH 6.8), 0.5%

n-octyl h-D-glucopyranoside, 150 mmol/L of NaCl, 5 mmol/L of MgCl2,

5 mmol/L of MgCl2, 5 mmol/L of CaCl2, and a cocktail of protease inhibitors
(Roche). Cell lysis was done with four cycles of freeze-thawing and the

whole cell lysate from each cell line was obtained after centrifugation at

2,000 � g , 4jC for 1 h.
Protein fractionation and one-dimensional SDS-PAGE. For initial

analysis, whole cell lysates from the three lung cancer cell lines were

combined and subjected to reversed-phase chromatography fractionation.

A Resource RPC 3 mL column (GE Healthcare) was used. Buffer A consisted
of 0.1% trifluoroacetic acid and buffer B was 90% acetonitrile/0.095%

trifluoroacetic acid. Chromatography was carried out at a flow rate of

1.5 mL/min. The gradient consisted of 0% to 15% solvent B for 25 min, 25%

to 100% solvent B for 60 min. A total of 11 fractions were collected based on
chromatographic features. Fractions were resuspended in electrophoresis

buffer [0.125 mol/L Tris (pH 6.8), 4% SDS, 20% glycerol, 2% DTT] after

lyophilization and were loaded in 12% acrylamide gels (8.5 � 13.5 cm; Bio-
Rad) and run at 30 mA/gel. One gel was stained with SYPRO Ruby

(Molecular Probes) and others were transferred for 2 h (100 V/gel) to

nitrocellulose membranes (Bio-Rad) for Western blotting.

Two-dimensional PAGE. In subsequent analyses, proteins in lysates
from the cultured A549 lung adenocarcinoma cell line were separated using

two-dimensional PAGE as described previously (10). Briefly, cultured A459

cells were lysed in solubilization buffer [8 mol/L urea (Bio-Rad), 2% NP40,
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2% carrier ampholytes (pH 4–8; Gallard/Schlessinger), 2% h-mercaptoetha-

nol, and 10 mmol/L phenylmethylsulfonyl fluoride]. Two hundred micro-

grams of solubilized protein were applied onto individual isoelectric

focusing gels. Isoelectric focusing was done using (pH 4–8) carrier
ampholytes at 700 V for 16 h, followed by 1,000 V for an additional 2 h.

The first-dimension gel was loaded onto the second-dimension gel, after

equilibration in 125 mmol/L of Tris (pH 6.8), 10% glycerol, 2% SDS, 1% DTT,

and bromophenol blue. For the second-dimension separation, a gradient of

11% to 14% acrylamide (Crescent Chemical) was used. The resolved
proteins were transferred onto an Immobilon-P polyvinylidene difluoride

Figure 1. Reactivity of sera from newly diagnosed lung cancer subjects with 14-3-3u. Proteins purified from three lung cancer cell lines were fractionated by
reversed-phase chromatography and each fraction was loaded onto one-dimensional SDS gels and subjected to Western blot analysis using serum as primary antibody
and antihuman IgG as the secondary antibody. A, 14-3-3u band reactive with five lung cancer sera and none of the controls in the first set of sera analyzed, and with
10 cancer sera plus three controls (smokers) in a second independent set. Western blot analysis using monoclonal antibody to the 14-3-3u isoform is also shown.
B, integrated intensity is plotted for this band for all sera analyzed in both sets, demonstrating differential reactivity with cancer sera compared with controls. C, ROC
curve for cancer sera versus controls, combining data from both sets of sera (P = 0.0008 one-sided rank-sum test). The AUC was 0.635. D, identification of
14-3-3u isoforms. Protein profile of the A549 lung adenocarcinoma cell line by two-dimensional PAGE and total protein staining with SyproRuby. Arrows, 14-3-3u
isoforms of interest. Insets, Western blots performed with lysates from A549 cells and an antihuman 14-3-3u monoclonal antibody and with one reactive lung cancer
serum as primary antibodies.
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membrane (Millipore). Protein patterns in some blots were visualized
directly by SYPRO Ruby staining.

Western blotting. Nitrocellulose or polyvinylidene difluoride mem-

branes were blocked overnight with 5% nonfat dry milk (Bio-Rad) in PBS,

then incubated for 2 h with normal or cancer serum at a dilution of 1:500 in

PBS containing 0.1% Tween 20, at room temperature and under gentle

agitation. After 1 h of washing with PBS/0.1% Tween 20 (6 � 10 min)

membranes were incubated with 1:1,000 dilution of horseradish peroxidase–

conjugated sheep anti-human IgG (GE Healthcare) in PBS/0.1% Tween

20 for 1 h at room temperature. Membranes were then washed for

1 h and the chemiluminescence immunodetection was done with enhanced

chemiluminescence reagents (GE Healthcare). Hyperfilm films (GE Health-

care) were exposed for 30 s for optimal image visualization. For protein

localization, Western blotting was done using an antibody for 14-3-3u
isoform (Sigma) at a 1:5,000 dilution. As a secondary antibody, an anti-

mouse IgG (GE Healthcare) was used at 1:2,000 dilution. Additional

monoclonal antibodies used were 14-3-3g (1:2,500; Abcam), 14-3-3h (1:2,500;

Abcam), 14-3-3h + q + ~ (1:2,500; GeneTex).
Imaging and statistical analysis. Western blot films were scanned in

transmittance mode in an Epson Expression 1680 scanner using 300 dpi. For

one-dimensional blot analysis TotalLabTL100 v2006 (NonLinear) software

was used to obtain background-corrected band-integrated intensities. For

two-dimensional blot analysis, reactive protein spots were detected and

quantified using BioImage 2-D Analyzer software, followed by matching and

review using previously developed software (11, 12). Measurements in cases

and controls were compared using one-sided Wilcoxon rank-sum tests for

which P values were computed based on one million random permutations

of the sample labels.

Protein identification by mass spectrometry. One-dimensional bands
or two-dimensional protein spots were excised directly from gels or

nitrocellulose membranes and extensively washed with 50 mmol/L of

ammonium bicarbonate containing 50% acetonitrile, then vacuum-dried

and incubated with 20 AL of 20 Ag/mL trypsin (Promega) solution in
50 mmol/L of ammonium bicarbonate. Digestion was carried out overnight

at 37jC and then interrupted by the addition of 5 AL of 10% formic acid

solution. The resultant peptide mixtures were analyzed in an LTQ-FT mass

spectrometer (Thermo-Finnigan) coupled to a nano Acquity nanoflow
chromatography system (Waters). The liquid chromatography separation

was done in a 25 cm column (Picofrit 75 Am inside diameter, New Objectives,

Table 1. Subject characteristics of lung cancer sera from
set 2

Patient* Age (y) Cigarettes
(packs/y)

Cancer
stage

14-3-3
Reactivity

c

1 62 57.5 IA 0.0
2 73 42.0 IA 98.4

3 59 44.0 IA 0.0

4 59 53.8 IA 0.0
5 66 67.2 IA 0.0

6 65 47.0 IA 0.0

7 68 43.0 IB 844.4

8 77 60.0 IB 0.0
9 75 57.0 IB 534.4

10 66 60.0 IB 238.9

11 54 39.0 IB 148.4

12 74 57.0 IB 0.0
13 63 34.5 IB 0.0

14 59 121.0 IIA 0.0

15 73 59.0 IIB 0.0

16 65 49.0 IIB 229.6
17 58 21.0 IIB 0.0

18 51 46.5 IIB 140.1

19 57 31.5 IIB 417.5
20 68 56.0 IV 0.0

21 49 33.0 IV 0.0

22 61 94.0 IV 0.0

23 52 31.0 IV 1,433.7
24 70 56.0 IV 0.0

25 56 30.8 IV 0.0

26 71 30.6 IV 282.9

*All cancer subjects were male smokers.
cReactivity for 14-3-3u protein was measured by integrated intensity

on one-dimensional Western blots.

Table 2. Peptides identified for 14-3-3u isoforms

Two-dimensional Spot Unique peptides Peptide probability DMass Sequence Peptide position Total MS events

Spot 1 9 0.3240 0.001 LAEQAER 12–18 1
0.9994 0.000 AVTEQGAELSNEER 28–41 3
0.9303 �0.001 NLLSVAYK 42–49 1
0.9996 0.000 YLIANATNPESK 104-115 2

0.5473 0.002 YLAEVACGDDR 128–138 1
0.9997 0.003 QTIDNSQGAYQEAFDISK 140–157 10

0.5695 0.001 EMQPTHPIR 159–167 2

0.9999 0.002 TAFDEAIAELDTLNEDSYK 194–212 6

0.9974 0.000 DSTLIMQLLR 213–222 2
Spot 4 6 0.9997 0.003 YLIANATNPESK 104–115 2

0.5574 0.002 MKGDYFR 121–127 2

0.9998 0.007 QTIDNSQGAYQEAFDISK 140–157 7
0.5896 0.003 EMQPTHPIR 159–167 4

0.9999 0.003 TAFDEAIAELDTLNEDSYK 194–212 4

0.9930 0.003 DSTLIMQLLR 213–222 4

NOTE: Spot 1 and spot 4 were recognized by the 14-3-3 monoclonal antibody and lung cancer sera in A549 two-dimensional blots (Fig. 1D). Peptides at

the NH2-terminal portion identified only in spot 1 are in boldface. Three MS runs from three independent spot digestions were performed.

ProteinProphet Score was 1.0 representing an error rate <1%.
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packed in-house with MagicC18) using a 60 min linear gradient from 5% to
40% of acetonitrile in 0.1% formic acid at 250 nL/min. The spectra were

acquired in a data-dependent mode inm/z range of 400 to 1,800, and the five

most abundant +2 or +3 ions of each mass spectrometry (MS) spectrumwere

selected for tandem mass spectrometry analysis. Mass spectrometry
variables were: capillary voltage of 2.2 kV, capillary temperature of 200jC,
resolution of 100,000, and FT target value of 2,000,000. The acquired data was

automatically processed by the Computational Proteomics Analysis System
(13), using the X!Comet search algorithm. For databank searches, we only

considered fully tryptic peptides with up to two miscleavages. Cysteine

alkylation with iodoacetamide was considered as a fixed modification and

oxidation of methionine as a variable modification. The minimum criteria
for peptide matching was a PeptideProphet score > 0.2. Peptides that met

these criteria were further grouped to protein sequences using the

ProteinProphet algorithm at an error rate of 1% or less.

Serum specimens and subject characteristics. Three independent sets
of sera were used in the present study. Informed consent was obtained for

all participants and the studies were all approved by appropriate
institutional review boards. The first set consisted of sera from 19 newly

diagnosed lung adenocarcinoma patients and 19 age and gender healthy

nonsmoker subjects, collected through the Early Detection Research

Network program at the University of Michigan. The second set consisted
of sera from 26 lung cancer patients and 24 matched smoker subjects

collected in a case-control study of lung cancer (the Environment and

Genetics Lung Cancer Etiology study; ref. 14), from the Lombardy region of
Italy. Controls were matched for smoking status (all smokers) and were

similar by age and gender. The third set of sera were obtained from the

Beta-Carotene and Retinol Efficacy Trial (CARET) cohort study (15), and

included 18 prediagnostic sera and 19 heavy smokers matched controls. All
cancer sera and all control sera in each cohort were individually tested. All

lung cancer cases from whom blood was collected at the time of diagnosis

had adenocarcinoma by histology. All analyses were conducted in batches

with cases and controls equally included and vials were identified only with
sample numbers.

Figure 2. Panel of antigenic proteins recognized by lung cancer sera collected within a year prior to diagnosis. A, two-dimensional spots corresponding to the
three antigenic proteins, 14-3-3u, annexin 1, and PGP 9.5 (arrows ) recognized by lung cancer sera. Significant P values were obtained for 14-3-3u and annexin 1 in
one-sided rank-sum tests. The integrated intensity for each protein is plotted for all 19 control and 18 cancer sera analyzed. Two controls exhibited high values for
PGP 9.5 as indicated in the plot. B, 14-3-3u spot reactivity in duplicate Western blot analysis of two lung cancer sera (patients 1 and 2) and one control.

Autoantibodies to 14-3-3u in Lung Cancer

www.aacrjournals.org 12003 Cancer Res 2007; 67: (24). December 15, 2007

Research. 
on March 23, 2019. © 2007 American Association for Cancercancerres.aacrjournals.org Downloaded from 

http://cancerres.aacrjournals.org/


Results

Autoantibody reactivity targeted to 14-3-3u in sera from
newly diagnosed subjects with lung cancer. Aliquots from 11
reversed-phase fractions of combined A549, H522, and H23 cell
lysates were subjected to one-dimensional SDS electrophoresis and
Western blotting to assess protein reactivity with lung cancer and
control sera. Two independent sets of lung cancer sera, each with
matched controls, were used. One set consisted of sera from 19
newly diagnosed subjects with lung adenocarcinoma and 19
healthy controls. A second set consisted of sera from 26 newly
diagnosed subjects with lung adenocarcinoma and from 24 chronic
smokers collected as part of a study of the genetic epidemiology of
lung cancer and smoking (14).

The reactivity of specific bands was assessed using one-sided
rank-sum tests. In the first set of sera from 19 lung adenocarci-
noma subjects and 19 controls, a total of 103 reactive bands were
observed. In general, more reactive bands were observed among
cancer subjects than among controls. Nine bands were found to
exhibit significantly greater reactivity among cancer sera relative to
controls (P < 0.05). Two of these bands also exhibited greater
reactivity among cancer subjects relative to chronic smokers in

the second set (P < 0.05). One protein band which exhibited greater
reactivity among cancer sera relative to controls from set 1
(P = 0.023) and from set 2 (P = 0.015; Fig. 1A and B), was identified
with high confidence as 14-3-3u by liquid chromatography tan-
dem mass spectrometry analysis. Combining the data from both
sets yielded highly significant differences between cancers and
controls (P = 0.0008 one-sided rank-sum test). A receiver operating
characteristic (ROC) curve was constructed using the single 14-3-3
band (Fig. 1C). A sensitivity of 27% and a specificity of 95% in
discriminating newly diagnosed lung cancer sera from controls
was obtained for this single band. Disease stage information was
available for set 2 (Table 1). Seven of 10 cancer subjects present-
ing reactivity with 14-3-3 were at stage IB and IIB, indicating that
reactivity was not limited to advanced stage lung cancer.

To obtain additional confirmation of the identity of the reactive
band as 14-3-3u, cell lysates were subjected to two-dimensional gel
electrophoresis followed by Western blotting of individual mem-
branes and incubation with 14-3-3 antibodies or with subject sera.
A protein spot recognized by a monoclonal antibody to 14-3-3u but
not by monoclonal antibodies to 14-3-3g, h, q, and ~ , also showed
reactivity with lung cancer sera (Fig. 1D). The anti–14-3-3u

Figure 3. ROC curves for a panel of autoantibodies detected at a preclinical stage of lung cancer. Cell lysate two-dimensional Western blots were hybridized with sera
from 18 lung cancer cases obtained within 1 year prior to the diagnosis of lung cancer and from 19 control subjects that did not develop lung cancer. A, ROC curves for
individual antigenic proteins, 14-3-3u, annexin 1, and PGP 9.5. The AUC is indicated. B, ROC curve for the panel of all three proteins combined by summing
the ranks for each protein (P = 0.00009, one-sided rank-sum test).
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monoclonal antibody also reacted with the one-dimensional band
that was reactive with lung cancer patient sera. Interestingly, the
anti–14-3-3u monoclonal antibody reacted, in total, with four
protein spots in two-dimensional blots but immunoreactivity with
patient sera was largely limited to only one of the four which was
the fastest migrating in the second dimension separation based on
mass (Fig. 1D). We compared mass spectra between the fast-
migrating form that was strongly reactive (spot 4) and a slower
migrating form that was only weakly reactive with patient sera
(spot 1). Comparison of the amino acid sequence coverage between
the two forms showed that the weakly reactive form yielded spectra
that matched the predicted NH2-terminal sequence (Lys12-Arg18,
Ala28-Arg41, and Asn42-Lys49), whereas the highly reactive form
lacked spectra for the NH2-terminal sequence of 14-3-3u (Table 2).
In contrast, comparison of five other peptides identified in both
forms showed equivalent ion intensities indicating that lack of the
NH2-terminal peptide in the strongly reactive form was not due to
limits of sensitivity of MS identification. These findings are
consistent with the fast-migrating form with lower molecular
weight being truncated, as we have previously observed for other
tumor proteins that induce antibody reactivity (16).

Autoantibodies detected in subject sera collected prior to
lung cancer diagnosis. To explore whether autoantibodies to 14-
3-3u are detectable at a preclinical stage, sera from participants
in the CARET cohort study were analyzed (15). Specifically, sera
were obtained from 18 subjects, collected within a year prior to a
diagnosis of lung cancer, and from 19 subjects that did not develop
lung cancer matched for age and sex, year of CARET enrollment,
and the time blood was drawn in relation to enrollment. Sera were
scored for reactivity against the fast-migrating 14-3-3u isoform
(spot 4) in two-dimensional Western blots of cell lysates blinded to
case status. Significantly greater reactivity was observed among
cancer sera relative to controls for 14-3-3u (spot 4; P = 0.0042 one-
sided rank-sum test).

In addition to 14-3-3u, sera were scored for reactivity against
annexin 1 and PGP 9.5, previously described by our group as
inducing autoantibodies in lung cancer, based on analysis of sera
from newly diagnosed lung cancer subjects (8, 9). Differential
reactivity was observed for annexin 1 (P = 0.0038 one-sided rank-
sum test), whereas PGP 9.5 protein reactivity did not achieve
statistical significance (P = 0.1038; Fig. 2) in the analysis of
prediagnostic sera.

Autoantibody reactivity against the three tumor antigens (14-3-
3u, annexin 1, and PGP 9.5) was also evaluated by ROC analysis.
The areas under the curve (AUC) were 0.706, 0.729, and 0.611 for
14-3-3u, annexin 1, and PGP 9.5, respectively (Fig. 3A). Four lung
cancer sera, but none of the controls, exhibited reactivity against all
three proteins. Only one of the lung cancer sera did not react
against any of the proteins compared with eight controls.
Combining data for 14-3-3u, annexin 1, and PGP 9.5 proteins as a
panel, by summing the ranks for each sample for each of the three
proteins, yielded an AUC of 0.838 (P = 0.00009, one-sided rank-sum
test; Fig. 3B). The relationship between reactivity and time prior to
diagnosis for each protein is shown in Fig. 4. Reactivity against
14-3-3u and annexin 1 was observed as early as 10 months prior
to diagnosis, whereas reactivity against PGP 9.5 was observed more
proximal to the time of diagnosis.

Discussion

We previously reported the occurrence of autoantibodies against
annexin 1 and PGP 9.5 proteins among newly diagnosed subjects
with lung cancer (8, 9). Here, we present evidence for the
occurrence of autoantibodies to 14-3-3u in sera from subjects with
lung cancer. 14-3-3 proteins comprise a large family of highly
conserved small, acidic polypeptides of 28 to 33 kDa that are found
in all eukaryotic species. The human genome contains seven
distinct 14-3-3 genes designated h, g, q, j, ~ , D, and u. The products
of these genes exhibit distinct tissue localizations and functions
(17). Expression of all seven 14-3-3 genes in lung cancer tissue has
been examined by reverse transcription-PCR and Western blotting
(18). In normal lung, two genes, q and ~ , were found to be
expressed. In biopsies of lung adenocarcinomas and squamous cell
carcinomas, however, 14-3-3h, g, j, and u were also found to be
expressed.

14-3-3 proteins have been observed to be phosphorylated
(19–21), cleaved (22), and acetylated (23). Here, we have identified
a distinct 14-3-3u isoform that was recognized by lung cancer sera,
with evidence for truncation of the NH2-terminal portion, based on
MS analysis. 14-3-3 proteins were previously shown as phospho-
serine/phosphothreonine-binding proteins, establishing their im-
portance in cell signaling (24). Subsequently, 14-3-3 proteins have

Figure 4. Autoantibody reactivity in relation to blood collection time prior to
diagnosis. Integrated intensity for 14-3-3u, annexin 1, and PGP 9.5 protein
reactivity is plotted for individual cancer sera in relation to time prior to diagnosis
when serum was collected.
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been shown to contribute to the regulation of such crucial cellular
processes as metabolism, signal transduction, cell cycle control,
apoptosis, protein trafficking, transcription, stress responses, and
malignant transformation (17, 25–27). Because targets of 14-3-3
proteins include components of both signal transduction and cell
cycle regulatory pathways (such as Raf-1, protein kinase C,
phosphatidylinositol 3-kinase, Bad, and Cdc25), it follows that
14-3-3 proteins regulate many cellular processes that are relevant
to cancer development (28).

We sought evidence for the occurrence of autoantibodies to
14-3-3u in prediagnostic sera, and for autoantibodies against
annexin 1 and PGP 9.5, which we previously showed to be
associated with autoantibodies at the time of lung cancer
diagnosis. Annexin 1 is a 37-kDa glycoprotein that has been
implicated in the control of cell growth (29, 30). It occurs both
intracellularly and on the cell surface. PGP 9.5 belongs to a family
of ubiquitin COOH terminal hydrolase isoenzymes that play a
regulatory role in the ubiquitin system and is overexpressed in

lung cancer (31, 32). Remarkably, a panel of these three markers
exhibited 55% sensitivity at 95% specificity in comparisons of
sera collected within a span of a year prior to the diagnosis of
lung cancer and matched controls that were at high risk for lung
cancer, predominantly due to smoking, but did not develop lung
cancer. These findings provide supportive evidence for the
occurrence of autoantibodies at the preclinical stage as previously
shown for other antigens, notably p53 (33, 34), and point to the
potential role of tumor antigen–directed autoantibodies in the
early detection of lung cancer.

Acknowledgments

Received 7/31/2007; revised 9/18/2007; accepted 10/17/2007.
Grant support: National Cancer Institute Early Detection Research Network

program. Supported by a fellowship from the Conselho Nacional de Desenvolvimento
Cientı́fico e Tecnológico do Brasil—‘‘Bolsista do CNPq-Brasil’’ (S.R. Pereira-Faca).

The costs of publication of this article were defrayed in part by the payment of page
charges. This article must therefore be hereby marked advertisement in accordance
with 18 U.S.C. Section 1734 solely to indicate this fact.

References

1. Greenlee RT, Murray T, Bolden S, Wingo PA. Cancer
statistics, 2000. CA Cancer J Clin 2000;50:7–33.

2. Charloux A, Quoix E, Wolkove N, Small D, Pauli G,
Kreisman H. The increasing incidence of lung adeno-
carcinoma: reality or artefact? A review of the
epidemiology of lung adenocarcinoma. Int J Epidemiol
1997;26:14–23.

3. Hanash S. Disease proteomics. Nature 2003;422:226–32.
4. Hanash S. Harnessing immunity for cancer marker
discovery. Nat Biotechnol 2003;21:37–8.

5. Finn OJ. Immune response as a biomarker for cancer
detection and a lot more. N Engl J Med 2005;353:1288–90.

6. Yamamoto A, Shimizu E, Ogura T, Sone S. Detection of
auto-antibodies against L-myc oncogene products in sera
from lung cancer patients. Int J Cancer 1996;22:283–9.

7. Imafuku Y, Omenn GS, Hanash S. Proteomics
approaches to identify tumor antigen directed autoanti-
bodies as cancer biomarkers. Dis Markers 2004;20:149–53.

8. Brichory FM, Misek DE, Yim AM, et al. An immune
response manifested by the common occurrence of
annexins I and II autoantibodies and high circulating
levels of IL-6 in lung cancer. Proc Natl Acad Sci U S A
2001;98:9824–9.

9. Brichory F, Beer D, Le Naour F, Giordano T, Hanash S.
Proteomics-based identification of protein gene product
9.5 as a tumor antigen that induces a humoral immune
response in lung cancer. Cancer Res 2001;61:7908–12.

10. Strahler JR, Kuick R, Hanash SM. Two-dimensional
polyacrylamide gel electrophoresis of proteins. In:
Creighton T, editor. Protein structure: a practical
approach. Oxford: IRL Press Ltd.; 1989. p. 65–92.

11. Kuick R, Skolnick MM, Neel JV, Hanash SM. A two-
dimensional electrophoresis-related laboratory informa-
tion processing system: Spot matching. Electrophoresis
1991;12:736–46.

12. Asakawa J, Kuick R, Neel JV, Kodaira M, Satoh C,
Hanash SM. Genetic variation detected by quantitative
analysis of end-labeled genomic DNA fragments. Proc
Natl Acad Sci U S A 1994;91:9052–6.

13. Rauch A, Bellew M, Eng J, et al. Computational
Proteomics Analysis System (CPAS): an extensible, open-
source analytic system for evaluating and publishing
proteomic data and high throughput biological experi-
ments. J Proteome Res 2006;5:112–21.

14. Rotunno M, Pesatori A, Bergen A, et al. Environment
and Genetics in Lung Cancer Etiology (EAGLE): a novel
population-based case-control study of lung cancer.
AACR Annual Meeting; 2007 Apr 14-18; Los Angeles, CA.
Philadelphia (PA): AACR; 2007.

15. Goodman GE, Thornquist MD, Balmes J, et al. The
Beta-Carotene and Retinol Efficacy Trial: incidence of
lung cancer and cardiovascular disease mortality
during 6-year follow-up after stopping beta-carotene
and retinol supplements. J Natl Cancer Inst 2004;96:
1743–50.

16. Le Naour F, Brichory F, Misek DE, Brechot C, Hanash
SM, Beretta L. A distinct repertoire of autoantibodies in
hepatocellular carcinoma identified by proteomic anal-
ysis. Mol Cell Proteomics 2002;1:197–203.

17. Aitken A. 14-3-3 proteins: a historic overview. Semin
Cancer Biol 2006;16:162–72.

18. Qi W, Liu X, Qiao D, Martinez JD. Isoform-specific
expression of 14-3-3 proteins in human lung cancer
tissues. Int J Cancer 2005;113:359–63.

19. Aitken A, Howell S, Jones D, Madrazo J, Patel Y. 14-3-
3 a and y are the phosphorylated forms of raf-activating
14-3-3 h and ~ . In vivo stoichiometric phosphorylation
in brain at a Ser-Pro-Glu-Lys MOTIF. J Biol Chem 1995;
270:5706–9.

20. Powell DW, Rane MJ, Joughin BA, et al. Proteomic
identification of 14-3-3~ as a mitogen-activated protein
kinase-activated protein kinase 2 substrate: role in
dimer formation and ligand binding. Mol Cell Biol 2003;
23:5376–87.

21. Dubois T, Rommel C, Howell S, et al. 14-3-3 is
phosphorylated by casein kinase I on residue 233.
Phosphorylation at this site in vivo regulates Raf/14-3-3
interaction. J Biol Chem 1997;272:28882–8.

22. Testerink C, van Zeijl MJ, Drumm K, et al. Post-
translational modification of barley 14-3-3A is isoform-

specific and involves removal of the hypervariable
C-terminus. Plant Mol Biol 2002;50:535–42.

23. Martin H, Patel Y, Jones D, Howell S, Robinson K,
Aitken A. Antibodies against the major brain isoforms
of 14-3-3 protein: an antibody specific for the N-
acetylated amino-terminus of a protein. FEBS Lett 1993;
336:189.

24. Muslin AJ, Tanner JW, Allen PM, Shaw AS. Interaction
of 14-3-3 with signaling proteins is mediated by the
recognition of phosphoserine. Cell 1996;84:889–97.

25. Zha J, Harada H, Yang E, Jockel J, Korsmeyer SJ.
Serine phosphorylation of death agonist BAD in
response to survival factor results in binding to 14-3-3
not BCL-X(L). Cell 1996;87:619–28.

26. Nufer O, Hauri HP. ER export: call 14-3-3. Curr Biol
2003;13:R391–3.

27. Dougherty MK, Morrison DK. Unlocking the code of
14-3-3. J Cell Sci 2004;117:1875–84.

28. Hermeking H. The 14-3-3 cancer connection. Nat Rev
Cancer 2003;3:931–43.

29. Flower RJ, Rothwell NJ. Lipocortin-1: cellular mech-
anisms and clinical relevance. Trends Pharmacol Sci
1994;15:71–6.

30. Raynal P, Pollard HB. Annexins: the problem of
assessing the biological role for a gene family of
multifunctional calcium- and phospholipid-binding
proteins. Biochim Biophys Acta 1994;1197:63–93.

31. Wilkinson KD, Lee KM, Deshpande S, Duerksen-
Hughes P, Boss JM, Pohl J. The neuron-specific protein
PGP 9.5 is a ubiquitin carboxyl-terminal hydrolase.
Science 1989;246:670–3.

32. Hibi K, Westra WH, Borges M, Goodman S,
Sidransky D, Jen J. PGP9.5 as a candidate tumor marker
for non-small-cell lung cancer. Am J Pathol 1999;155:
711–5.

33. Li Y, Karjalainen A, Koskinen H, et al. p53 autoanti-
bodies predict subsequent development of cancer. Int J
Cancer 2005;114:157–60.

34. Soussi T. p53 Antibodies in the sera of patients with
various types of cancer: a review. Cancer Res 2000;60:
1777–88.

Cancer Research

Cancer Res 2007; 67: (24). December 15, 2007 12006 www.aacrjournals.org

Research. 
on March 23, 2019. © 2007 American Association for Cancercancerres.aacrjournals.org Downloaded from 

http://cancerres.aacrjournals.org/


2007;67:12000-12006. Cancer Res 
  
Sandra R. Pereira-Faca, Rork Kuick, Eric Puravs, et al. 
  
Humoral Response in Lung Cancer
Identification of 14-3-3? as an Antigen that Induces a

  
Updated version

  
 http://cancerres.aacrjournals.org/content/67/24/12000

Access the most recent version of this article at:

  
  

  
  

  
Cited articles

  
 http://cancerres.aacrjournals.org/content/67/24/12000.full#ref-list-1

This article cites 32 articles, 10 of which you can access for free at:

  
Citing articles

  
 http://cancerres.aacrjournals.org/content/67/24/12000.full#related-urls

This article has been cited by 8 HighWire-hosted articles. Access the articles at:

  
  

  
E-mail alerts  related to this article or journal.Sign up to receive free email-alerts

  
Subscriptions

Reprints and 

  
.pubs@aacr.orgDepartment at

To order reprints of this article or to subscribe to the journal, contact the AACR Publications

  
Permissions

  
Rightslink site. 
(CCC)
Click on "Request Permissions" which will take you to the Copyright Clearance Center's

.http://cancerres.aacrjournals.org/content/67/24/12000
To request permission to re-use all or part of this article, use this link

Research. 
on March 23, 2019. © 2007 American Association for Cancercancerres.aacrjournals.org Downloaded from 

http://cancerres.aacrjournals.org/content/67/24/12000
http://cancerres.aacrjournals.org/content/67/24/12000.full#ref-list-1
http://cancerres.aacrjournals.org/content/67/24/12000.full#related-urls
http://cancerres.aacrjournals.org/cgi/alerts
mailto:pubs@aacr.org
http://cancerres.aacrjournals.org/content/67/24/12000
http://cancerres.aacrjournals.org/

